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MR 



RAW SEQUENCE LISTING 
ERROR REPORT 





The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 0 

Source: / LOO . 

Date Processed by STIC: J } /g /2noZL 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



a. 



CI 



3> 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patinZlhelpfftjuspto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3heIp(gjuspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE; SEE BELOW FOR ADDRESS: 
http://mvw.uspto.govAveb/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
a possibility-thaHhe disk/CD-Rom may have been affected by treatment given to all incoming mail. 
Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 
1 EFS-Bio (<http://wAV\v.uspto.gov/ebc/efs/do\vnloa(ls/documents.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



0 Appl^tion No.: 09/582,761 

NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant must file the items indicated below within the time period set the Office action to which 
the Notice is attached to avoid abandonment under 35 U.S.C. § 133 (extensions of time may be 
obtained under the provisions of 37 CFR 1.136(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1 .825 for the 
following reason(s): 



□ 



□ 
□ 



X 



□ 
□ 



1 . This application clearly fails to comply with the requirements of 37 C.F.R. 1 .821-1 .825. Applicant's 
attention is directed to the final rulemaking notice published at 55 FR 18230 (May 1, 1990), and 1114 
OG 29 (May 15, 1990). If the effective filing date is on or after July 1, 1998, see the final rulemaking 
notice published at 63 FR 29620 (Junel, 1998) and 1211 OG 82 (June 23, 1998). 

2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1 .821 (c). 

3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 
and/or 1 .823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 

5. The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1 .825(d). 

6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1 .821(e). 



j^Tj 7. Other: Please see the attached Raw Sequence Listing Error Summary 

Applicant Must Provide: 

An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

M An initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
I — I into the specification. 

[x| A statement that the content of the paper and computer readable copies are the same and, where 
L-J applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
Patentln Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentln Software 703-306-2600 



PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 
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1600 



RAW SEQUENCE LISTING DATE: 01/08/2002 

PATENT APPLICATION : US/09/582, 761 TIME : 16:08:22 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\OL082002\I582761.raw 



"7 


< ! 1 


APPLICANT: COX , Vivienne 


, Frances 


L0 




SMITH, Richard, Anthony, 


Godwin 


1 3 




ROWLING, Pamela, Jane, Elizabeth 


19 


<120> 


TITLE OF INVENTION: NON - 


IDENTICAL GENES AND 


20 




MOLECULAR ADJUVANTS 




2 6 


-. 1 "10..> 


FILE REFERENCE: 3794 5-000 8 


32 


1 4 0> 


CURRENT APPLICATION NUMBER: US 09/582,761 


3 5 


1 4 1> 


CURRENT FILING DATE: 2000-08-28 


41 


-.1 5()> 


PRIOR APPLICATION NUMBER 


: PCT/GB98/03918 


44 


15 1 > 


PRIOR FILING DATE: 1998- 


12-30 


5 0 


1 5 0,- 


PRIOR APPLICATION NUMBER 


: GB 97 27 512.7 


5 3 


• J 5 L > 


PRIOR FILING DATE: 1997^ 


12-31 


5 9 


• J 60 > 


NUMBER OF SEQ ID NOS : 4 6 




6 5 


i 7 0 > 


SOFTWARE: Pa ten tin version 3.0 


71 


• 2 i0 • 


SEQ ID NO: 1 




7 4 


■■ 2 1 1 • 


LENGTH: 100 




7 7 


•-. 2 1 2 > 


TYPE: DNA 




8 0 


- 2 1 3> 


ORGANISM: Artificial Sequence 


8 6 


< 2 2 0> 


FEATURE : 




8 9 


- 2 2 3> 


OTHER INFORMATION: DNA sequence of Fuzl 


9 3 


< 2 2 0 > 


FEATURE : 




96 


v 2 2 1 > 


NAME/KEY: mi sc_f eatu re 




9 4 


<222> 


LOCATION : { 24 ) . . { 24 ) 




102 


2 2 3> 


OTHER INFORMATION: n is 


A, C, G or T 


1 0 9 


< 2 20> 


FEATURE : 




112 


< 2 2 1 > 


NAME/KEY: misc_f eature 




1 1 b 


- 2 2 2 > 


LOCATION: ( 30 } . . ( 30) 




L 18 


. 223> 


OTHER INFORMATION: n is 


A , C, G or T 


] 2 5 


- 220> 


FEATURE : 




12F 


221> 


NAME/KEY: mi sc_f eature 




131 


<-2 2 2> 


LOCATION: (33) . . (33) 




1 3 4 


2 2 3 > 


OTHER INFORMATION: n is 


A, C, G or T 


1 4 1 


< 220 > 


FEATURE : 




144 


<221> 


NAME/KEY: m i sc_f ea t u re 




14 7 


< 2 22 > 


LOCATION : ( 39 ) . . ( 39 ) 




150 


<2 2 3> 


OTHER INFORMATION: n is 


A , C r G or T 


157 


< 2 2 0 > 


FEATURE: 




160 


<.2 21> 


NAME/KEY: misc_f eature 




163 


<2 2 2> 


LOCATION : ( 57 ) . . (57 ) 




166 


■ 2 2 3> 


OTHER INFORMATION: n is 


A , C, G or T 


I 7 3 


<- 2 2 0> 


FEATURE: 




17 6 


< 2 2 1 > 


NAME/KEY: misc_f eature 




] /'J 


2 2 2 > 


LOCATION : ( 63 ) . . ( 63 ) 




! 8 2 


2 2 3 > 


OTHER INFORMATION: n is 


A, C, G or T 


1 8 9 


- 2 2 0 ;■ 


FEATURE : 




1 9 2 


'2 2 1> 


NAME/KEY: misc_f eature 




195 


' 2 22> 


LOCATION : (69) . . (69 ) 





C' 



THEIR APPLICATION IN IMPROVED 



Does Not Comply 
Corrected Diskette Needed 
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RAW SEQUENCE LISTING DATE: 01 /OH/2002 

PATENT APPLICATION : US/09/582, 761 TIME: 16:08:22 

Input Set : A:\ES.txt 

Output Sot: N:\CRF3\010B2002\I582761.raw 

19 8 <2 2 3> OTHER INFORMATION: n is A, C, G or T 
205 <220> FEATURE: 

2 0 8 - 2 2 1 - NAM E/ KEY: m i s c_ f e a t u r e 
2.11 < 222> LOCATION: ( 72 ).. (72 ) 

214 <22 3> OTHER INFORMATION: n is A , C, G or T 

221 <220> FEATURE: 

224 < 2 2 1 > NAME/KEY: mi sc_f eat are 

2 27 <:2 2 2> LOCATION: ( 78).. ( 78 ) 

2 30 <22 3> OTHER INFORMATION: n is A, C, G or T 
2 37 <220> FEATURE: 

240 <221> NAME/KEY: m i sc_f ea t u ro 
243 <222> LOCATION: (81).. (81) 

24 6 <2 2 3> OTHER INFORMATION: n is A , C, G or T 

25 3 <4 00> SEQUENCE: 1 

WFva>/255 cacccgagcc atatgagatc tacnccwgcn ggntchggng arcaraayat gatyggnatg 60 
Vh^-> 259 acnccwacng tnatygcngt ncactacctg gaccagaccg 100 

265 <210> SEQ ID NO: 2 
268 <211> LENGTH: 94 
271 <212> TYPE: DNA 

274 <213> ORGANISM: Artificial Sequence 
280 <220> FEATURE: 

283 <22 3> OTHER INFORMATION: DNA sequence of Fuz2 
287 <220> FEATURE: 

2 90 <221> NAME/KEY: m i sc.f ea t u re 

29 3 <2 2 2> LOCATION: (19).. (19) 

296 <223> OTHER INFORMATION: n is A , C, G or T 

30 3 <2 2 0> FEATURE: 

306 <221> NAME/KEY: mi sc_f eature 
309 <222> LOCATION: (40).. (40) 

312 <223> OTHER INFORMATION: n is A , C, G or T 
319 <220> FEATURE: 

322 <221> NAME/KEY: mi sc_f ea t u re 
325 <222> LOCATION: (61).. (61) 

328 <22 3> OTHER INFORMATION: n is A, C, G or T 

335 <400> SEQUENCE: 2 
VfrtfY 337 ggccagctgc tgggtrtanc cyttyttrat vagytcvagn gcytcytgrc gyttytcrat 60 
W-A> 341 nccraaytty tcccaytgyt cggtctggtc cagg 94 

34 7 <210> SEQ ID NO: 3 

3 50 <211> LENGTH: 9 3 

35 3 <212> TYPE: DNA 

3 56 <213> ORGANISM: Artificial Sequence 
362 <220> FEATURE: 

3 65 <22 3> OTHER INFORMATION: DNA sequence of Fuz3 

369 <220> FEATURE: 

372 <221> NAME/KEY: mi sc_f eature 

37 5 <2 2 2> LOCATION: (35).. (35) 

378 <2 2 3> OTHER INFORMATION: n is A , C, G or T 
-5 8 5 <22 0> FEATURE: 

3 88 <2 21> NAME/K FY : misc_feature 
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RAW SEQUENCE LISTING DATE: 0 1/08/2 00 2 

PAT KN T APPLICATION: US/09/ 5 8 2 , 7 6 1 TIME: 16:08:22 

Input Set ; A:\ES.txt 

Output Set : N:\CRF3\01082002\l582761.raw 



391 


< 2 2 2 > 


T OPAT 1 ON * f 4 "1 ) ( 4 1 ) 












-4 9 4 
-j y 4 


< 7 2 3 > 
v z z j .-^ 


OTHER INFORMATION- n i S 


A , 


c , 


G 


o r 


T 


/If)] 




FFA Til R V ■ 












■104 


< 2 2 1 - 


NAME/KEY : mi sc_f ea ture 












407 


<222> 


LOCATION : ( 4 4 ) . . ( 4 4 ) 












4 1 0 


<223> 


OTHER INFORMATION: n is 


A, 


c, 


G 


or 


T 




<220> 


FEATURE : 












izu 


<221> 


NAME/KEY: mi sc_f eature 












4 Z J 


<222> 


LOCATION : ( 6 8 ) . . ( 6 8 ) 














<223> 


OTHER INFORMATION: n is 


Ay 


C, 


G 


or 


T 


vl } 

4 J J 


<220> 


FEATURE: 












4 /> b 


<2 21> 


NAME/KEY: m i sc_f eature 














<222> 


LOCATION : ( 7 7 ) . . (77) 












/i /i i 

4 4 Z 


<223> 


OTHER INFORMATION: n is 


A, 


C, 


G 


or 


T 


A A O 

4 4 y 


<400> 


SEQUENCE: 3 












(V 451 


cccagcagct ggccttyaar carccwtcht 


chgcntaygc ngcnttyaay 


^ 4 j j 


cwtchacntg gctbacngcc tacgtggtca 


agg 






A £ 1 

4 b 1 


<21 0> 


SEQ ID NO: 4 












/i c < 

4 0 4 


<2 1 1> 


LENGTH: 106 












4b/ 


<212> 


TYPE: DNA 












4 / U 


<213> 


ORGANISM: Artificial Sequence 








A 1 £ 
4/0 


<220> 


FEATURE : 












4 / y 


<223> 


OTHER INFORMATION: DNA 


sequence 


of 


Fuz4 


40 J 


<220> 


FEATURE: 












4 o O 


<221> 


NAME/KEY: mi sc_f eature 












A ft Q 


<222> 


LOCATION : ( 32 ) . . ( 32 ) 












4 y zi 


<223> 


OTHER INFORMATION: n is 


A, 


c, 


G 


or 


T 


/| QQ 

4 y y 


<220> 


FEATURE : 














<221> 


NAME/KEY: misc_f eature 












..J U -J 


< 222> 


LOCATION : ( 35 ) . . ( 35 ) 












r n a 

DUO 


<223> 


OTHER INFORMATION: n is 


A , 


c, 


G 


or 


T 


r. 1 c; 


<220> 


FEATURE: 












SIP 


<221> 


NAME/KEY: misc_f eature 












r i ^ 1 
1 


<222> 


LOCATION: (38) . . (38) 












J Z 4 


<223> 


OTHER INFORMATION: n is 


A, 


c, 


G 


or 


T 


J JJ. 


<220> 


FEATURE : 












5 1 d 

J J *4 


<221> 


NAME/KEY: misc_f eature 












537 


<222> 


LOCATION : ( 47 ) . . (47 ) 












540 


<223> 


OTHER INFORMATION: n is 


A , 


c, 


G 


or 


T 


547 


<220> 


FEATURE: 












550 


<221> 


NAME/KEY: misc_f eature 












55 3 


<222> 


LOCATION : ( 62 ) . . (62) 












556 


<223> 


OTHER INFORMATION: n is 


A, 


c, 


G 


or 


T 


563 


<220> 


FEATURE : 












566 


<221> 


NAME/KEY: mi sc_f eature 












569 


<222> 


LOCATION : ( 74 ) . . (74 ) 












572 


<223> 


OTHER INFORMATION: n is 


A, 


c, 


G 


or 


T 


57 9 


<220> 


FEATURE : 












582 


<221> 


NAME/KEY: mi sc_ feature 













60 
93 
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585 
58 8 
595 
598 
60 1 
604 
611 
fiW 613 
ft-£> 617 
62 3 
6 26 
629 
632 
6 38 
641 
6 4 5 
64 8 
651 
6 54 
661 
664 
667 
67 0 
677 
6 8 0 
683 
686 

6 9 3 

69 6 
699 
702 

70 9 
712 
715 
718 
725 
728 
731 

7 34 
741 
74 4 
74 7 
753 
755 
759 
765 
768 
77] 
7 74 



W--> 
W--> 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/ 09/582, 761 TIME: 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\01082002\l582761.raw 



01/08/200: 
16:08:22 



is A, C, G or T 



< 2 2 2 > LOCAT ION: (77).. (77) 
<22 3 > OTHER INFORMATION: n 

< 2 2 0> FEATURE : 

•221- NAME/ KEY : misc_ feature 
• 22 2 •• LOCATION: (89).. (89) 

<2 2 3> OTHER INFORMATION: n is A, C, G or T 
<4 0 0> SEQUENCE: 4 

ccggcttctg cttctccagr atvagccayt tnacngcncc rcavagnacg tgdgartcra 
tngcratvag rttngcngcv agdgaraana ccttgaccac gtaggc 

<2.10> SEQ ID NO: 5 
LENGTH: 95 
TYPE : DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: DNA sequence for Fuz5 
FEATURE : 



60 
106 



< 2 1 1 > 

■ 2 1 2 

< 21 3> 

< 2 2 0 > 
<22 3 > 

- 2 2 0 > 
<r 2 2 1 > 
<22 2 > 

< 2 2 3 > 

■ 220 • 

- 2 2 1 
<22 2> 

< 2 2 3 > 
<2 20> 

< 2 2 1 > 
<222> 
<223> 
<22 0> 

< 2 2 1 > 
•'222 - 

< 2 2 3 > 
<'220> 
<22 I> 
<222> 
<2 2 3> 

• 2 20 > 

< 22 1 > 

• 2 A 2 > 

< 2 2 3 > 

< 2 20 > 

< 2 2 1 > 
<222> 



NAME/KEY: mi sc_ feature 
LOCATION: (22) . . (22 ) 
OTHER INFORMATION: n is 
FEATURE : 

NAME/KEY: misc_f ea tu re 
LOCATION: (25) . . (25 ) 
OTHER INFORMATION: n is 
FEATURE: 

NAME/KEY: mi s c_ feature 
LOCATION: (40) . . (40) 
OTHER INFORMATION: n is 
FEATURE : 

NAME/KEY: misc„f ea ture 
LOCATION : { 46 ) . . < 46 ) 
OTHER INFORMATION: n is 
FEATURE : 

NAME/KEY: misc_feature 
LOCATION : ( 67 ) . . ( 67 ) 
OTHER INFORMATION: n is 
FEATURE : 

NAME/KEY: mi sc^f ea tu re 
LOCATION : (70 ) . . ( 7 0 ) 
OTHER INFORMATION: n is 
FEATURE : 

NAME/KEY: mi sc_f ea ture 
LOCATION: (76) . ■ ( 76 ) 



C, C or T 



C, G or T 



C, G or T 



A, C, G or T 



G or T 



A , C, G or T 



<400> SEQUENCE: 5 

ggagaagcag aagccagayg gngtnttyca rgargayggn ccwgtnatyc accargarat 
gatyggnggn ttycgnpacg ccaaggaggc agatg 

<210> SEQ ID NO: 6 
-211 , LENGTH : 100 
• 2 1 2 • TYPE: DNA 

<213> ORGANISM: Artificial Sequence 



60 
95 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/582,761 



DATE : 
TIMK: 



01/08/200 2 
16:08:22 



Input. Set : A:\ES.txt 

Output Sot: N:\CRF3\01082002\l582761.raw 



/ 8 0 


•■" 2 2 0 


V FATI1RF ■ 










7 8 4 


■ Z. Z. J > 


OTHFR T NFORMAT T ON ■ ONA 


sequence 


of 


Fu z6 


7 R 7 


<■ 7 7 0 --> 

Z Z \J - J 












V ' M ) 


Z Z -1 - 


NAMF/KFY* misr foature 










7 9 3 


. 222 > 


1 OCA T TON- f 1 9 S C191 










7 Of, 


Z Z } - 


OTWFP T W FORMAT I ClM • n i c; 


A , 


C , G 


o r 


T 




^ z Z 1/ ■■ 


l 1 r- 1 A 1TTR F ■ 










HO fi 


• -7 7 1 > 
■ z z j ^ 


NAMF/KFY 1 mi <;r fpatlirp 










R 0 Q 


.-■ 7 7 7 -> 
v z z z 












fi 1 "> 


t - 9 9'} , 
' Z Z j ^ 




A , 


C , G 


o r 


T 


n J 9 


< z z U -> 


r LA J Unb. 










R V 9 


z Z l - 


M A M P / K F V ■ mi cr fpaf n rp 










R J s 

O Z J 


^ 7 9 9 l 

< z z z > 












Q ) fi 


< Z Z ,5 > 


U 1 H LK 1 N r UKM 1 LUN . 11 J. S 


A , 


C , G 


{' , -r- 




U i r > 
u ' .) 


< Z Z\) -> 


r r,A 1 uKIj , 










R R 




MAMf /VI.'V • mi c f o t" n T~ ^ 
NrtMr,/ MjI . INlbL IfaLUIt 










fi ,1 1 


<■' ' ) 9 9 ■•■ 
'. i Z Z / 


J jULA J 1 UN . [ ) . . { J J ) 










U ,1 .1 


• Z. Z D 


U J HlK INrUKMAl 1UW . I) lb 


A / 


C , G 


o r 


T 


Q ^ 1 

n j 1 


v z z U 


IT 1 CP A TTTDt 1 ■ 










Q 1 
O J 4 


<- z z! L . -* 


NAMr J /M , J i . niisc iediui e 










R r i 7 


9 9 9 --i 
v z z z > 


1 iULA I XVJN . ( D4 J . ■ t D-t ) 












<-. 2 2 3 .-> 


/'VVIIL'D T KTL n ADH A T T AM . n -i f 

OJHhK INrUHNAJ UJN . D lfa 


A , 


C, G 


o r 


T 
1 


R ft 7 


v o 9 n -v, 












R 7 (1 


<.2 21> 


NAME/KEY; mi sc_f ea ture 










R7 


• 2 22 • 


LOCATION : ( 70 ) . . { 70 ) 










R 7 ft 


• 223 > 


OTHER INFORMATION: n is 


A, 


C, G 


or 


T 


R R -i 


< 2 2 0> 


FEATURE: 










fi R ft 
o o o 


• 2 2 i • 


NAME/KEY: mi sc_f eature 










R R Q 


- 2 2 2 > 


LOCATION: (73) . . (73 ) 










O y Z 


< 2 2 3 > 


OTHER INFORMATION: n is 


A , 


C, G 


or 


T 


R Q Q 


< 2 2 0 > 


FEATURE: 












• 22 1 > 


NAME/KEY: misc_f eature 










(HI r 

? U J 


<2 2 2> 


LOCATION: (82) . . (82) 










0 0 R 


<22 3> 


OTHFR INFORMATION: n is 


A , 


C, G 


or 


T 


u.) 


<4 00> 


SEQUENCE: 6 












gctcccagga aggctrttna cytgnccytc 


rcaratrtcr cgngcyt 


17 Z -L 


vagnacraan gcngtvagdg anacatctgc 


ctccttggcg 


9 2 7 


< 2 1 0 > 


SEQ ID NO: 7 










9 3 0 


< 2 1 1 • 


LENGTH: 101 










9 3 3 


< 2 1 2 > 


TYPE: DNA 










9 3 6 


< 2 1 3 > 


ORGANISM: Artificial Sequence 






94 2 


<220> 


FEATURE: 










94 3 


<22 3> 


OTHER INFORMATION: DNA sequence 


of 


FUZ7 


94 9 


<2 2 0> 


FEATURE: 










9 5 2 


< 2 2 1 > 


NAME/KEY: misc_f eature 










95 5 


< 222 • 


LOCATION : ( 26 ) . . ( 26 ) 










95 8 


<:22 3> 


OTHER INFORMATION: n is 


A, 


C, G 


or 


T 


9f)5 


< 220> 


FEATURE: 










9 f> R 


• 2 2 I > 


NAME/KEY: mi sc_f eat.uro 











60 
100 



"2-2 ; r,. , 7 Ltff<ri 

-2z.J-- u> <22,-> > tiftkU o» 
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VERIFICATION SUMMARY DATE: 01/08/2002 

PATENT APPLICATION: US/09/582,761 TIME: 16:08:23 

Input Set . A:\ES.txt 

Output Set: N:\CRF3\01082002\l582761.raw 



L 


2 5 5 M : 3 4 1 W 




(46) 




o r 


'Xaa " 


use cl , 


for 


SFQ 


IL># : 


1 


L 


259 M: 34 1 W 




( 46 ) 


" n " 


or 


'Xaa " 


used , 


for 


SEQ 


ID# : 


1 


L 


337 M: 34 1 W 




( 46 ) 


"n« 


or 


*Xaa" 


used , 


for 


SEQ 


ID# : 


2 


L 


3 4 1 M : 34 1 W 




(46) 


it n >i 


or 


'Xaa" 


used , 


for 


SEQ 


\m : 


2 


I, 


451 M: 341 W 




(46) 


" n " 


or 


'Xaa" 


used , 


for 


SEQ 


ID# : 


3 


L 


455 M: 341 W 




(46) 


it ri ti 


or 


'Xaa" 


used, 


for 


SEC 


IDS : 


3 




613 M : 3 4 1 W 




(46) 


" i] " 


or 


'Xaa" 


used , 


for 


SEQ 


I D # ; 


4 


L 


6 T 7 M : 3 4 1 W 




( 46 ) 


"n" 


or 


' Xaa " 


used , 


for 


SEQ 


I D tf : 


4 




7 55 M: 34.1 W 




( 46 ) 


it t i „ 


or 


'Xaa" 


used , 


for 


SEQ 


I D ft : 


5 


L 


759 M: 341 W 




(46) 


" n " 


or 


'Xaa" 


used , 


for 


SEQ 


TDK : 


5 


e 


917 M : 3 41 W 




(46) 


"n" 


or ' 


'Xaa" 


used , 


for 


SEQ 


1D# : 


6 


L 


921 M : 341 W 




(46) 


" n " 


or ' 


'Xaa" 


used , 


for 


SEQ 


IDtf : 


6 


L 


106 3 M : 3 4 1 W 


(46) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


IDS 


: 7 


L 


1067 M : 341 W 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


IDtt 


: 7 


L 


1161 M: 341 W 


(46) 


" n " 


or 


"Xaa " 


used , 


for 


SEQ 


IDft 


: 8 


L 


1275 M: 341 W 


(46) 


„ n „ 


or 


"Xaa " 


used , 


for 


SEQ 


ID I* 


: 9 


L 


145 3 M:341 W 


(46) 


" ti " 


or 


"Xaa " 


used , 


for 


SEQ 


IDS 


: 1 0 


L : 


14 5 7 M : 3 4 1 W 


(46) 


" n " 


or 


"Xaa " 


used , 


for 


SEQ 


IDS 


: 10 


L : 


15 51 M : 3 4 1 W 


(46) 


.. n -i 


or 


"Xaa" 


used , 


for 


SEQ 


ID*t 


: 11 


L : 


155 5 M : 3 4 1 W 


(46) 


" n " 


or 


"Xaa " 


used , 


for 


SEQ 


IDtt 


: 11 


L: 


1729 M: 341 W 


(46) 


" n " 


or 


"Xaa " 


used , 


for 


SEQ 


IDft 


: 1 2 


L : 


173 3 M: 341 W 


(46) 


" 11 " 


or 


"Xaa " 


used , 


for 


SEQ 


IDS 


: 12 
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